Hydrogen-bond geometry (Å , ).
Cg1 is the centroid of the C16-C21 ring.
Figure 1
The molecular structure with displacement ellipsoids shown at the 50% probability level. 
Refinement
Refinement on F 2 Least-squares matrix: full R[F 2 > 2σ(F 2 )] = 0.057 wR(F 2 ) = 0.148 S = 0.86 5934 reflections 246 parameters 0 restraints Hydrogen site location: inferred from neighbouring sites H-atom parameters constrained
where P = (F o 2 + 2F c 2 )/3 (Δ/σ) max < 0.001 Δρ max = 0.52 e Å −3 Δρ min = −0.24 e Å −3 Special details Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 )
x y z U iso */U eq Si1 0.79777 (7) (3) 
